Supplementary Figure 1│Sequence alignment of tetraspanins.
The amino acid sequences of human CD9 (UniProt accession code: P21926), CD81 (P60033), CD53 (P19397), CD151 (P48509), CD37 (P11049), and CD82 (P27701) are aligned. Sequence conservation is indicated by blue panels and letters. The monomer CD9 structure of the LCP crystal (red) was superimposed on the cryo-EM structure of the CD9-EWI-2 complex (CD9 and EWI-2 are blue and gray, respectively), revealing the conformational change in the LEL region, while the TM helices superimposed well together. arrowheads. Cysteine residues that undergo the palmitoyl modification are highlighted in orange panels. 
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